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M'rSP3 



194 LACGKR- 



V 



LKTPRWGGEEASVDSWPWQVSXQYDKQHVCGCSX hV 23 6 

205 

3 9G PQCDGRPCCRDGSDEKnCECGbQGFSSRIVGGAVSSEGEWPWQASLQVRGV^HICGGAIilA 4515 

msm-L 540 P0CDGRPDCRIX3SDEEHCECGL0GPSSRIVGGAVSSHGEWPWpASLQVRGHHICGGA:.:r.A S99 

568 

MrSP6 205 TACGHR RGY.SSRIVGGNMSLLSQWPWQASLQFQGYHLCGGSVIT ?AQ 

217 + 



MTSr3 2M PHWVLTAAaCFRKIJTDVFN--'WKVKAGSDKLGS FPSLAVAKI JXIEFNPMYPKDND 290 

M'rSP4-S 456 DRW^/TTAAHCFQEDSMASTVLWTVFLGKVWQNSRWPGEVSFKVSRLLLHPYHEEDSrrDYD 5 IS 

MTSPA-L 600 DRWVITAAnCFOEDSMASTVLVrrVFT^KWQNSHWPGSJVSFKVSRLLLHPyHEEDSIfDyD 659 

MTSP6 249 ?LWIlTAAHCVyDLYLPKS--m-'IQVGLVSLLD--NPAPSHLVEKlVYHSKYKPKRIiGND 3 04 



KTSPa 291 JiALMKLQFPLTFSGTVRPICLPFFDEEr.TPATPLWIIGWGl'TKQNGGKMflDILLQASVQV 3bO 

m*SP4-S 5X6 VArJ^QLDHPWRSAAVRPVCnPAKSHFFHPGLHCWITGWGAl»RE--GGPTSKALOKVDVQl> 574 

MTSP4-r. 660 VAJ^LQLDHPWRSAAVRPVCLPARSHFFEPGLHCWITGWGALRE-CGPTSNALQKVDVQI. 718 

MTSP6 305 IAU^KI^GPLTFNE24IQPVCLPNSEENFPDGKVCWTSGWGATED--GGDASPVT.*NHAAV?L 361 

mSP3 3 51 T.DSTRC^]ADDAYQGEVTEKWMCAGIPEGGVOTCCX3DSGGPLMYQSDQ---WHVVGXVSW^^ 408 

MT.SP4 -S 575 IPQDLCS- - EVYRYQVTPRMJuCAGYRKGKKDACQGDSGGPLVCKALSGRWFLAGLVSWGL 632 

MT.SP4-L 719 IPQDrX.S--!3VYRYQVTPRMLCAGYRKGKKDACQGDSGGPLVCKAl4.SGRWFlJ\GLVSWGL 776 

M^rSP6 3 54 ISNKICNHRDVYGGIXSPS^fLCAGYLTGGVDSCQGDSGGPLVCQERR-LWKL,VGATSFGI 4 22 



MTSP3 409 GCGGPSTPGVYTKVSAYLNWIYNVWKAEI. 437 
MTSP/l-S 533 GCCRPNYFGVYTRITGVISWIQOWT 658 
MTSP4-L 777 GCGRPNYFGVYTRITGVISWIQQWT 802 



4 23 GCAEVNKPGVYTRVTSFLDWIHEQMERDLKT 453 



'\J Cleavage site 

4- potential glycosylation site 

* unpaired cysteine 



FIGURE 4 



